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CONSTRUCTION AND IDENTIFICATION OF THE EXPRESSION VECTOR
CONTAINING THE HUMAN WDR79 GENE PROMOTER

YANG Chao, HE Xiao-yang, MO Shu-fang, DAI Jing, ZHANG Xin-yu, CHEN Hui
(College of Life Sciences, Gannan Normal University, Ganzhou, Jiangxi 34100, China)

Abstract: WDR79, a scaffold protein, plays an critical role in telomerase assembly, Cahar body formation, and
DNA damage repair. The upstream DNA sequence of human WDR79 promoter was obtained by PCR
amplification to construct the recombination vector pGL3-WDR?79- promoter. The correctness and activity of the
plasmid pGL3-WDR?79-promoter were verified by double enzyme cutting, agarose gel electrophoresis, DNA
sequencing and luciferase assasies. The results of this study provide experimental basis for elucidating the

mechanism of WDR79 gene expression.
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Table 1 Primer sequence for human promoter nucleic
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Fig.2 The plasmid profile of pGL3-WDR79-promoter
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pGL3-Basic pGL3-WDR?79-promoter
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Fig.4 The luciferase activities of pGL3-WDR79-promoter
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