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GENOMIC DNA EXTRACTION METHODS FOR RODGERSIA PINNATA
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Abstract: Fresh leaves of Rodgersia pinnata were used as experimental materials, the differences of the DNA
extraction effects among different methods were compared to find proper DNA extraction methods for meeting
the study demands on constructing DNA barcode recognition system of R. pinnata with different origins. CTAB
method, improved CTAB method, SDS method and alkaline lysis method were used to extract total DNA, the
quality of DNA extraction were evaluated by agarose gel electrophoresis, UV spectrophotometry and PCR
amplification effect. The results showed that all four methods could extract genomic DNA from the leaves of R.
pinnata, DNA purity and integrity in improved CTAB method is significantly higher than that in other methods,
in which the PCR amplification efficiency reaches 100%, and the amplified bands are bright and clear. The
improved CTAB method can be used as a suitable method for extracting total DNA from the leaves of R. pinnata
and could meet the study demand of DNA barcode.
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DEEIE A L, SRS TRE AR, A
80 uLTE Buffer #i# 1 3 DNA £ 55 .
122 & CTABY

N2 95% LI VeV T B2 BE R I
27 100 mg, JHCETA TR IA 10%[1)
PVP-40 Ji5 IR AT S 35051 4100 o K 4iobs
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e FIEWAOIREOE T, A 1/10 #4814 °C
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PCR Master Mix (red dye), 1 pL #ifk, 11 [H 5]
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SVREF: [94°C 4 min; (35cycles: 94 C 30s,
56 C30s, 72°C45s); 72 °C 10 min; 4 C o],
PCR =) K Fl 1.0% 35t i 8 5k e 32 A7 46 00
0.5xTBE Beffer, {R{b ZEE44th, fHIE (4 V/iem),
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#z 1 7 F DNA BB ZMEHFREMENLER
Table 1 UV detection results with different DNA extraction
methods

WiRis g5 DNA WK (ug/mL) Azeo Az Aze/Aaso

CTAB 1 87.650 1.785 0.906 1.970
2 91.650 1.878 0.944 1.990

3 95.100 1922 0.817 2.061

4 121.05 2467 1222 2.018

CE"l&"/ES 1 22.410 0.468 0.249 1.867
2 21.650 0.431 0.243 1.775

3 23.300 0.461 0.258 1.785

4 20.350 0.407 0.224 1.815

Tl 2t 1 291.70 10.80 9.129 1.183
2 219.05 7.055 5.321 1.326

3 196.50 6.837 5.399 1.273

4 242.95 8.648  6.547 1.321

SDS 1 179.30 8.278 6.392 1.295
2 180.80 7.579 5.387 1.407

3 178.20 9.037 7.432 1.216

4 176.25 10.20  8.550 1.193
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C
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Fig. 1 DNA electropherogram of four different extraction methods
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Fig. 2 PCR amplification electropherogram of four different extraction methods
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