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Influencing factor analysis of bacterial content in lake sediments

XJA Qian LIU Ling GAO Hui-qin FANG Ze-jian
State Key Laboratory of Hydrology-Water Resources and Hydraulic Engineering
Hohat University ~ Nanjing 210098  China

Abstract In order to study the influence of biogenic elements on bacterial content in lake sediments the real-time
quantitative PCR technology was employed to examine the bacterial content in the sediments at several sampling points.
Statistical analysis was conducted to obtain the correlations between the bacterial content and environmental factors

including the medium diameter total organic carbon total nitrogen and total phosphorus in order to identify the
environmental factors that affect the bacterial content. The results show that the bacterial content in the lake sediments
decreased with the increase of the sediment depth the grain sizes of the sediments had an effect on the occurrence of
nutrient elements and thus affected the bacterial content in the sediments and the effects of total nitrogen total
phosphorus  and total organic carbon on the bacterial content in the sediments were correlated with the water environment

of lakes and the temperature in different seasons.

Key words lake sediments bacterial content real-time quantitative PCR influencing factor
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Table 1 Correlations between spring and autumn indices of three sampling points
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