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Table 1 Primers for heat shock protein 90 in C. rivularis
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Forward:5'-AAAAGGCAGAGGCAGACAAA-3'

Hsp90 aPCR Reverse:5'-ACGGGTTCTTGTGTTTCTGG-3' 187

8 - actin GPCR Forward:5'-CTGTGCTACGTTGCCCTGGACTT-3’ 129
é 4 Reverse:5'-TGGGCACCTGAATCGCTCGTT-3'

Hsp90 MSP Forward:5'-TTTTCGTAAAAATTTATAGGAACGA-3' 149
5P : Reverse:5-TACATCAACCATTAATAAACCCGA-3'

Hsp90 ChIP PCR Forward:5'-TATCATTTTTCCCTCGTAAAA-3 202

Reverse:5-TCAATACACATCCCAAAATAG-3'
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Fig. 1 The core promoter sequence of C. rivularis Hsp90
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Fig. 2 The Hsp90 mRNA expression and core promoter
methylation levels of C. rivularis before and after treatment

by high temperature stress for 24 h
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Fig. 3 The Hsp90 CpGs methylation levels of C. rivularis before and after treatment by high temperature stress for 24 h
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temperature stress for 24 h
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Influence of High Temperature Stress on Hsp 90 Expression and
CpG Methylation in Crassostrea rivularis

WANG Cuili'*?

(1. Institute of Geography and Oceanography, Nanning Normal University, Nanning, Guangxi, 530000, China; 2. Key Laboratory
of Environment Change and Resources Use in Beibu Gulf,Nanning Normal University, Nanning,Guangxi,530000,China )

Abstract:In order to enrich the temperature regulation mechanism of benthic organisms in the eurythermic
intertidal zone, using methods of qPCR, bisulfite treated genomic DNA combined with methylation specific
PCR (MSP) and chromatin immunoprecipitation, the influence of high temperature stress on Hsp 90 expres-
sion and CpG methylation in Crassostrea rivularis were studied after 24 h heat stress at 40°C. Results
showed that after 24 h of heat shock at 40°C ,compared to the control group, the expression level of Hsp90
was significantly increased (P<C0. 05) ,the average methylation level of core promoter region CpG was signif-
icantly decreased (P <C0. 05),especially the methylation levels of CpG2,CpG3 and CpG4 sites were signifi-
cantly decreased (P <{0. 05), which were adjacent to heat shock element (HSE), there was no significant
change at methylation level of CpG5 site (P >>0.05). Grayscale analysis showed that the binding of Hsp90
core promoter to RNA polymerase [ was enhanced in digestive gland and heart tissues, and the Hsp 90 core
promoter in the sputum tissue was weakly bound to RNA polymerase II. It indicates that Hsp 90 is the main
expression gene of C. rivularis against high temperature stress.

Key words: high temperature stress, Crassostrea rivularis ,» heat shock protein 90,core promoter, methylation

CER L

o WIEAXRERBEEE

I B R eiE:0771-2503923

" BB A : gxkx@gxas. cn

L RS M :http://gxkx. ijjournal. en/gxkx/ch




