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Abstract: The human MTERF'1 open reading frame (ORF) was amplified by polymerase chain reaction (PCR)
from pGEM-MTERF1 recombinant cloning vector. Selecting pcDNA3.1(+) as eukaryotic expression vector, the
recombinant products of the pcDNA3.1(+)-MTERF1 were gained after double digestion by restriction enzymes
Kpnl and Xhol. The recombinant plasmid pcDNA3.1(+)-MTERF1 was identified by colony PCR,
dual-enzyme digestion and DNA sequencing. C-33A cells were transfected with the pcDNA3.1(+) and
pcDNA3.1(+)-MTERF1 respectively, and the expression of MTERF2 protein was detected by Western blotting.
A specific band of 1 200 bp was detected from recombinant plasmid pcDNA3.1(+)-MTERF1 identified by
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digestion of Kpn I and Xho I and PCR. DNA sequencing and identification showed that homology between
this sequence and the human MTERF1 gene sequence in GenBank was 100%, and the size and the direction of
the inserted gene were right. MTERF1 protein expression in C-33A cells transfected with
pcDNA3.1(+)-MTERF1 was significantly higher than that in C-33A cells transfected with pcDNA3.1(+).
pcDNA3.1(+)-MTERF1 eukaryotic expression vector was successfully constructed and expressed effectively in
C-33A cells, which laid a foudation of further research on the function and mechanism of human MTERF1.
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Fig.1 PCR of human MTERF1
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Fig.2 Analysis of recombinant vector pcDNA3.1(+)-
MTERFI
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Fig.3 PCR of MTERF1 and double-enzyme digestion of
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Fig.4 Test of recombinant plasmid pcDNA3.1(+)-
MTERF1 by DNA sequencing
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Fig.5 Efficiency of pcDNA3.1(+)-MTERF1 detected by
Western blot in C-33A cells
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